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Resumen

Obyjetivo. Identificar microorganismos fitopaté-
genos y sapréfitos asociados a sintomas de infec-
ci6n en plantas de frijol (Phaseolus vulgaris L.)
durante la etapa de postfloracién. Métodos. El
estudio se realiz6 en parcelas del Centro de Inves-
tigacién Motilonia (Km 5 via a Becerril, Cesar,
Colombia), ubicado en un ecosistema de clima
seco tropical (precipitacién anual =700 mm,
temperatura media 28 °C, suelos franco-areno-
sos, pH 6.5). Se seleccionaron 11 plantas con
sintomas visibles (una planta adicional se descar-
t6 por marchitez avanzada). De cada planta se
tomaron fragmentos de las hojas, tallo y raiz (33
muestras en total), las cuales fueron cultivadas en
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Abstract

Obyjective. To identify phytopathogenic and sa-
prophytic microorganisms associated with infection
symptoms in bean plants (Phaseolus vulgaris L..)
during the post-flowering stage. Methods. The
study was conducted in plots at the Motilonia Re-
search Center (Km 5 via Becerril, Cesar, Colom-
bia), located in a tropical dry climate ecosystem
(annual rainfall= 700 mm, mean temperature
28 °C, sandy loam soils, pH 6.5). Eleven plants
with visible symptoms were selected (one additio-
nal plant was discarded due to advanced wilting).
Leaf, stem, and root fragments (33 samples in
total) were taken from each plant and cultured
in nutrient media and PDA supplemented with
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medios nutritivos y PDA suplementado con clo-
ranfenicol. La identificacién microbiana fue pre-
suntiva, basada en observaciones macro y micros-
cépicas y en pruebas bioquimicas basicas (oxi-
dasa, movilidad, fluorescencia) (Agrios, 2005;
Crous et al., 2009). Resultados y discusién.
Se obtuvieron 52 aislamientos: 22 bacterianos y
30 fingicos. Las bacterias predominantes fueron
Pseudomonas spp. (n=12; 55 %), posible-
mente P, syringae, y Xanthomonas axonopodis
(n=10; 45 %), ambas asociadas con sintomas
de manchas foliares, necrosis y pudricién. Entre
los hongos fitopatégenos destacaron Alternaria
spp. (20 %), Fusarium spp. (17 %), Curvularia
spp. (13 %) y Bipolaris spp. (10 %); también
se identificaron hongos sapréfitos u oportunistas
como Aspergillus spp. (8 %) y Rhizopus spp. (5
%) (Lesli y Summerell, 2006; Garrido-Sanz et
al., 2017). Conclusiones. Existen microor-
ganismos presuntivos ﬁtopatégenos que afectan
la postfloracién de los genotipos de frijol, dentro
de los cuales estan dos géneros bacterianos y seis
fingicos, lo que indica un complejo panorama
patogénico en los genotipos de frijol tolerantes a
sequia en El Caribe seco colombiano.
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chloramphenicol. Microbial identification was pre-
sumptive, based on macroscopic and microscopic
observations and basic biochemical tests (oxidase,
motility, fluorescence) (Agrios, 2005; Crous et
al., 2009). Results and discussion. A total
of 52 isolates were obtained: 22 bacterial and 30
fungal. The predominant bacteria were Pseudo-
monas spp. (n = 12; 55 %), possibly P, syringae,
and Xanthomonas axonopodis (n = 10; 45 %),
both associated with symptoms of leaf spots, ne-
crosis, and rot. Among the phytopathogenic fungi,
Alternaria spp. (20 %), Fusarium spp. (17 %),
Curvularia spp. (13 %), and Bipolaris spp. (10
%) stood out; saprophytic or opportunistic fungi
such as Aspergillus spp. (8 %) and Rhizopus spp.
(5 %) were also identified (Lesli and Summerell,
2006; Garrido-Sanz et al., 2017). Conclusion.
There are presumptive phytopathogenic microor-
ganisms that affect the post-flowering of bean
genotypes, within which there are two bacterial
genera and six fungal genera, which indicates a
complex pathogenic panorama in drought-tolerant
bean genotypes in the Colombian Dry Caribbean.
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